Moderate oligozoospermia (5-20×106/ml), Severe: Severe oligozoospermia (5×106/ml). *P<0.05, **P<0.01. Table S1 . Factors associated with the presence and absence of imprint methylation errors. Data are shown as mean±SD. Numbers within brackets indicate the number of patients studied. *P<0.05, **P<0.01. Table S2 . Comparison of the associated factors according to sperm concentration. Data are shown as mean±SD. Numbers within brackets indicate the number of patients studied. The three classifications were normozoospermia, moderate oligozoospermia and severe oligozoospermia. *P<0.05, **P<0.01. Table S3 . Raw data from our study. Table S3 shows imprinted methylation profiles, sperm properties, lifestyle and food/drink intakes and serum PCBs and hormone levels in each subject. Data are shown as + (≥80% methylation), -(≤20% methylation) and ND (not determined).
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